Relative PIGM mRNA

1.51

1.0

0.51

0.0

200+

150+

100+

50

Relative enrichment

H3K4me3

B Mut1

g |

5' Promoter ORF 3

ChlP

/7-—>4E’-am-

—> BstUI RQ-PCR

\)-i- >

Caputo et al Suppl Fig 4

WT+ Mut alleles

i SETVI W allele only

1.0- H3K27me3
’ B PIGM BstUI-

0.8- , PIGM BstUI +
5 , % HOXA2 BstUI-
g 0.6 2 _ 7% HOXA2 BstUI+
- o .
5 (4 % Z IgG

0.2 % o .

% % %
0.0' T % T é T é
Het1 Het2 Het3

5'-Aza

Untréated

5Aza

%Vmax

.No Aza

——

FLAER



